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3 <110> APPLICANT: Avides, Maria dC 

4 Deak, Peter 

5 Glover, David M 

7 <120> TITLE OF INVENTION: Orbit and homologues thereof 
w 9 <130> FILE REFERENCE: CCI-018US 

11 <140> CURRENT APPLICATION NUMBER: 10/030850 

12 <141> CURRENT FILING DATE: 2002-01-11 

14 <150> PRIOR APPLICATION NUMBER: PCT/GB00/02 662 

15 <151> PRIOR FILING DATE: 2000-07-11 

17 <150> PRIOR APPLICATION NUMBER: GB 9916402.2 

18 <151> PRIOR FILING DATE: 1999-07-13 

20 <150> PRIOR APPLICATION NUMBER: GB 9930707.6 

21 <151>' PRIOR FILING DATE: 1999-12-24 
23 <160> NUMBER OF SEQ ID NOS : 29 

25 <170> SOFTWARE: Patentln Ver. 2.1 
27 <210> SEQ ID NO: 1 
* 28 <211> LENGTH: 5145 

29 <212> TYPE: DNA 

30 <213> ORGANISM: Drosophila melanogaster 

32 <400> SEQUENCE: 1 

33 gaattcggca cgagccgctc 

34 caacgatggc ctatcggaag 

35 cggacatgcg tgtgaaggta 

36 caaactcaat tgtctgcacg 

37 cgggcagcca ctttaagatt 

38 gattgggcag cgattttaat 

39 tgggagacag cagggacaca 
4 0 agcacagagt gcttccgccc 

41 acaagaacgc caaggtgcgc 

42 acggcaccca gcagcttagt 

43 atcccacagt taatgtgagg 
4 4 taggggatcg attgcgccca 
45 ctatgttgga gcaaaagttc 
4 6 ttaaaaacac gaatggcaat 
4 7 agcgacccac caggatgatt 
4 8 caaaacccaa tgtgaacgat 

49 aatctagctt tgaggtggtc 

50 tctacaagca agtactagtg 

51 atgctctcaa gaagatcagg 

52 tcgctgtaca gctaaaggaa 

53 gatcacaggt gatccgcgag 

54 ataaactaga tgccttctgc 

55 gcgcgaaggt cattgcatcc 
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cgaaatttgt 
cccagcgacc 
cagctcgccg 
gacatgggat 
gcacaaaagt 
gcatacacgg 
gtccgcgaga 
caggcgctga 
gaggagttcc 
gttcgcgtct 
gaggcggcca 
gacctccgtc 
gaccaggtca 
ggagtgggct 
aagcggccac 
gtgaccggtg 
ccgcaattga 
atcatcagtg 
gcattgctca 
ttgtcgttaa 
gcgtgcatca 
tggagcattt 
gcttccacaa 



tgccgcagaa 
tggatggctt 
aggatctggt 
tccttattga 
ccctggaggc 
ctaccgttct 
aggcgcaact 
tcgacaagct 
ttcagacgat 
atataccacc 
tccaaacgct 
gcatggacga 
aacaggaggg 
tggacgaggc 
tacactcggc 
atgccggcgc 
acatcttcca 
ataaaaacgc 
ttctcagcta 
gcttcgtgga 
ccatcgccta 
tggagcacct 
tagctctgaa 



cgaaggacga 
tatccagcaa 
gacattcctt 
cggtttgatg 
gttctcggag 
gccacatgtg 
tctgctgcgc 
ggccactagc 
tgtgaacgct 
agtttgtgca 
agtggaaatc 
tgttcctgcc 
tctactgcta 
cgacaatatt 
cgtttcgtca 
cgtaaccatg 
cgctaaggac 
agactgggag 
tcacactcag 
catcctcaag 
catgtctaag 
gattaattta 
gtatatcatt 



atagacattg 
atgcccaagg 
agcgacgaca 
ccatggctga 
ctaataaagc 
atcgatcggc 
gacctcatgg 
tgcttcaagc 
cttcatgagt 
cttctcggag 
tacaagcatg 
tcgaaattgg 
ccttcagccc 
gggttgaggg 
tcactgcgcc 
gaatctttcg 
atggacgata 
aaacgtgtgg 
ccgcagtttg 
gaggaactac 
acgctgagaa 
atacagaaca 
aagtatacac 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 
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56 atgcaccaaa gctgctcaag atctacacag acactctgaa tcaatcaaag tcgaaggaca 1440 

57 taaggtccac actgtgtgag ctgatggtgc tgctcttcga ggagtggcag acgaaggcgt 1500 

58 tggaaaggaa tgccaccgta ctaagggaca ccttaaaaaa atccattggc gatgcagact 1560 

59 gcgatgcacg ccgccattcc agatacgcct attgggcttt caggcgtcac tttccagagc 1620 

60 tggcggatca aatatatgga acattagaca tagctgccca gcgcgcatta gaaagggaac 1680 

61 gagagggcgg cggaggagga ggaactggta ctgggactgg gactgcacct gaaacgagac 1740 

62 gcactgtatc ccgcattggc cgaacacctg gaaccctgca aaagcccacg cctagtatga 1800 

63 gatccatttc agcggtggac actgcggctg ctcaacgagc caaagttaga gcgcaatata 1860 

64 cactatattc caggcaaagg aaacctttag g'acctaataa ttccaaccag gcatcgatga 1920 

65 caggagcagc agccagtgga tcactgccca gacctcgcct gaattccaat agcggtggca 1980 

66 caccagctac aacgccggga tcggttacac cacggccccg gggacgggca ggagtatctc 2040 

67 agtcacagcc aggatcgaga tccacctcgc caagcacaaa actgagggat cagtacggtg 2100 

68 gtattggtaa ttactatcgt ggggccactg gcgccatacc caaaaaggcc tccggaatac 2160 
"69 cccgaagcac agccagctct agggaaacga gtccaactag gtcaggtggt ggcttgatga 2220 

70 aacgcagtat gtactctaca ggtgcggggt ctcgacgtac gcccgagagg aacaacccag 2280 

71 taagaccatc ggcgccggca cgactgctgg cgcaatcccg tgaagcagaa catacattag 2340 

72 gcgtcggaga tgatggacag ccagactatg tttccgggga ctacatgcgc agcggcggaa 24 00 

73 tgcggatggg taggaagctc atgggacgtg atgagtctga tgacatcgac tccgaggcca 24 60 

74 gttctgtgtg ttcagaacga tctttcgact ccagctacac tagaggtaat aaatcgaact 2520 

75 actcacttag cgggagccac acccgcttgg actggagcac gcagcgggcg ccatttgacg 2580 

76 acatcgagac gattattcag ttctgcgcat cgacgcattg gtctgaaagg aaggatggcc 2640 

77 tgatcagcct cacacagtat ctggccgatg gaaaggagct cactcagcag caacttaaat 2700 

78 gcgttctgga catgttccgc aagatgttca tggatacaca caccaaggtg tactcactgt 2760 

79 ttttggacac ggtcaccgaa ctgattctgg ttcatgcgaa cgaaacttca cgaaatggct 2820 

80 cttcatcttg tttgacgcgg ttgttcaaca aattgggcac cgatctactc aattcgatgc 2880 

81 acagcaagat ttggaagacg ctacaggtgg tccacgaata tttccccacg cagttgcagc 2940 

82 ttaaagaact atttagaatc- atatcggatt ctactcaaac gccaactacc aagacgcgca 3000 

83 tcgccattct gcgcttcctt acggatctgg ccaatacata ctgtaaaagc agcgactttc 3060 

84 ccagcgacca gagccaggcc tgcgagcgga cggtcctaaa gctggcccag ctggcggcgg 3120. 

85 atcagaagtc gatggagctg cgctcccagg ccaggagctg cctagtggcc ctgtataacc 3180 

86 tgaatacccc gcaaatgacc cttttactgg ccgacctgcc aaaggtatat caggactctg 3240 

87 cccgatcctg catccattcg cacatgaggc ggcaaagcca aagttgcaat tcgggtgcca 3300 

88 attcgcctag tagctctcca ttgagcagta gcagtcccaa gcctttgcaa agtccctctg 3360 

89 tgggtccatt tgcctcgctt cagagccacc accaccaact tagcatcagc tctactagtc 3420 

90 cacgctcccg gcagtcttcc gtggagcagg agctgctctt ttcctcggag ctggacattc 3480 

91 agcacaacat tcagaagacg tcggaggaga tccggcactg cttcggcggt cagtaccaga 3540 

92 cggcgctggc gcccaatggc ttcaatggac acttgcagta tcacgatcag ggccaacagg 3600 

93 attcgtgtgc atccctgtct tccaactcca agacgcaatc gtcggccaac actacccagt 3660 

94 caaatacacc tgagtcagca acaatgaggc tggataatct ggagcgggaa aggaccactc 3720 

95 agaacgccaa gtcaccaact gacgatgcca aggtgatcac ggtctcgata aatatggctg 3780 

96 aaaatggaga gctgatactg gccagcaacc tgatggagag cgaagtggtg cgtgtggcct 3840 

97 tgacgctaac aaaggatcag cccgtcgagt tgcttcagac gtcacttact aacctgggga 3900 

98 tttgcatcaa gggcggaaac tgtgagctgc ccaataagca ctttagatcg atcatgcgaa 3960 

99 tgctgcttaa cattctggag gcggagcata cggacgtggt catcgctggc ctgcacgtgc 4020 

100 tcagtaagat tatgaggagc aacaaaatgc gtcacaactg gatgcacttt ctagagctga 4080 

101 ttttgctgaa gatcatccag tgctatcaac acagcaagga ggctttgcgg gatatcgact 4140 

102 cgatgatacc aaggatagca ccatccttgc ctctggatct gtccatcaac attgtcaatc 4200 

103 cggtaattgc gacgggtgag tttcccacaa atttgtgcgc catcaagatc ctgctggaag 4260 

104 tgaccgaaca ccatggttcg gagatcacag acgcccactt ggacattgtg ttccccaatc 4320 
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105 tggcgcgatc ggcggacgac acgcaatcga tggttcgcaa agctgcggtc ttctgcatcg 4380 

106 tcaagctgta ctttgttctg ggcgaggaga aggtcaagcc gaagctgtca gtgctaaatc 4440 

107 ccagcaaggt taggctcctc aacgtgtaca tcgagaagca gcggaactgc atcagtgggg 4500 

108 gaggaagctc tacaaagaac tcctccgcgg catcgtcgtc atgattgcgg gagcccttaa 4560 

109 taggattcct gctcgtgcca ccacaaacaa gacacagacg cggttgcttc cctcggcctg 4620 

110 agaaggaagt gaggagcggc ggacattaaa taatatatta ttacattaac taattattta 4 680 

111 taactaatta ttaccgatca tccgttactt gtgtaactgc tcgatgcata tattcagcag 4740 

112 atgcaaatgc ggcccgaaag aaagtcaagg gccatcgccc atctaatgtg agcagaaaaa 4800 

113 ctatttatac ataaacggga actaaagcga gtaaatccgc aaagtgtact aaaattgtag 4860 

114 ccaactccgc aatcctcact tctcacatca gttgtacgtc tttttaccag ctcctaacta 4 920 

115 ttaacgctga ttctgtttaa tttgtaagcc tatataccgc tctttatgga aactcagacg 4 980 

116 tgtgcttttc tacctttgtt tcaggcgact ttgtatcctt atttcgtttc cgctcaacta 5040 

117 aattctaatt actattatta atacgattct gctcttacaa ctgaactatt tttgtaatta 5100 
118 ^atttaaatac acaagcccac acaaaggatt aaaatcaata aaaaa 5145 

121 <210> SEQ ID NO: 2 

122 <211> LENGTH: 1492 

123 <212> TYPE: PRT 

124 <213> ORGANISM: Drosophila melanogaster 



126 


<4 00> SEQUENCE : 


2 
























127 


Met 


Ala 


Tyr 


Arg 


Lys 


Pro 


Ser 


Asp 


Leu 


Asp 


Gly 


Phe 


He 


Gin 


Gin 


Met 


128 


1 








5 










10 










15 




130 


Pro 


Lys 


Ala 


Asp 


Met 


Arg 


Val 


Lys 


Val 


Gin 


Leu 


Ala 


Glu 


Asp 


Leu 


Val 


131 








20 










25 










30 






133 


Thr 


Phe 


Leu 


Ser 


Asp 


Asp 


Thr 


Asn 


Ser 


He 


Val 


Cys 


Thr Asp 


Met 


Gly 


134 






35 










40 










45 






136 


Phe 


Leu 


He 


Asp 


Gly 


Leu 


Met 


Pro 


Trp 


Leu 


Thr 


Gly 


Ser 


His 


Phe 


Lys 


137 




50 










55 










60 








139 


He 


Ala 


Gin 


Lys 


Ser 


Leu 


Glu 


Ala 


Phe 


Ser 


Glu 


Leu 


He 


Lys 


Arg 


Leu 


140 


65 










70 










75 








80 


142 


Gly 


Ser 


Asp 


Phe 


Asn 


Ala 


Tyr 


Thr 


Ala 


Thr 


Val 


Leu 


Pro 


His 


Val 


He 


143 










85 










90 










95 




145 


Asp 


Arg 


Leu 


Gly 


Asp 


Ser 


Arg 


Asp 


Thr 


Val 


Arg 


Glu 


Lys 


Ala 


Gin 


Leu 


146 








100 










105 










110 






148 


Leu 


Leu 


Arg 


Asp 


Leu 


Met 


Glu 


His 


Arg 


Val 


Leu 


Pro 


Pro 


Gin 


Ala 


Leu 


149 






115 










120 










125 








151 


He 


Asp 


Lys 


Leu 


Ala 


Thr 


Ser 


Cys 


Phe 


Lys 


His 


Lys 


Asn 


Ala 


Lys 


Val 


152 




130 










135 










140 










154 


Arg 


Glu 


Glu 


Phe 


Leu 


Gin 


Thr 


He 


Val 


Asn 


Ala 


Leu 


His 


Glu 


Tyr Gly 


155 


145 










150 










155 










160 


157 


Thr 


Gin 


Gin 


Leu 


Ser 


Val 


Arg 


Val 


Tyr 


He 


Pro 


Pro 


Val 


Cys 


Ala 


Leu 


158 










165 










170 










175 




160 


Leu 


Gly 


Asp 


Pro 


Thr 


Val 


Asn 


Val 


Arg 


Glu 


Ala 


Ala 


He 


Gin 


Thr 


Leu 


161 








180 










185 










190 






163 


Val 


Glu 


He 


Tyr 


Lys 


His 


Val 


Gly 


Asp 


Arg 


Leu 


Arg 


Pro Asp 


Leu Arg 


164 






195 










200 










205 








166 


Arg 


Met 


Asp 


Asp 


Val 


Pro 


Ala 


Ser 


Lys 


Leu 


Ala 


Met 


Leu 


Glu 


Gin 


Lys 


167 




210 










215 










220 








169 


Phe 


Asp 


Gin 


Val 


Lys 


Gin 


Glu 


Gly 


Leu 


Leu 


Leu 


Pro 


Ser 


Ala 


Leu 


Lys 


170 


225 










230 










235 










240 
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i no 

1 1 z 


Asn 


Thr Asn 


Gly 


Asn Gly 


Val 


Gly 


Leu 


Asp 


Glu 


Ala 


Asp 


Asn 


He 


Gly 


I/O 








245 










o c n 










Zdd 




1 Id 


Leu 


Arg Glu 


Arg 


Pro 


Thr 


Arg 


Met 


He 


Lys 


Arg 


Pro 


Leu 


His 


Ser 


Ala 


I/O 






260 










2 65 










270 






178 


Val 


Ser Ser 


Ser 


Leu 


Arg 


Pro 


Lys 


Pro 


Asn 


Val 


Asn 


Asp 


Val 


Thr 


Gly 


17 9 




275 










280 










285 








181 


Asp 


Ala Gly Ala 


Val 


Thr 


Met 


Glu 


Ser 


Phe 


Glu 


Ser 


Ser 


Phe 


Glu 


Val 


TOO 

lbz 




290 








295 










300 










184 


Val 


Pro Gin 


Leu 


Asn 


He 


Phe 


His 


Ala 


Lys 


Asp 


Met 


Asp 


Asp 


He 


Tyr 


185 


305 








310 










315 










320 


187 


Lys 


Gin Val 


Leu 


Val 


He 


He 


Ser 


Asp 


Lys 


Asn 


Ala 


Asp 


Trp 


Glu 


Lys 


188 








325 










330 










335 




190 


Arg Val Asp Ala 


Leu 


Lys 


Lys 


He 


Arg 


Ala 


Leu 


Leu 


He 


Leu 


Ser 


Tyr 


191 






340 










345 










350 






193 


His 


Thr Gin 


Pro 


Gin 


Phe 


Val 


Ala 


Val 


Gin 


Leu 


Lys 


Glu 


Leu 


Ser 


Leu 


194 




355 










360 










365 








196 


Ser 


Phe Val 


Asp 


He 


Leu 


Lys 


Glu 


Glu 


Leu 


Arg 


Ser 


Gin 


Val 


lie 


Arg 


197 




370 








375 










380 










199 


Glu 


Ala Cys 


He 


Thr 


He 


Ala 


Tyr 


Met 


Ser 


Lys 


Thr 


Leu 


Arg 


Asn 


Lys 


200 


385 








390 










395 










400 


202 


Leu Asp Ala 


Phe 


Cys 


Trp 


Ser 


He 


Leu 


Glu 


His 


Leu 


He 


Asn 


Leu 


He 


203 








405 










410 










415 




205 


Gin 


Asn Ser 


Ala 


Lys 


Val 


He 


Ala 


Ser 


Ala 


Ser 


Thr 


lie 


Ala 


Leu 


Lys 


206 






420 










425 










430 






208 


Tyr 


He He 


Lys 


Tyr 


Thr 


His 


Ala 


Pro 


Lys 


Leu 


Leu 


Lys 


He 


Tyr 


Thr 


209 




435 










440 










445 








211 


Asp 


Thr Leu 


Asn 


Gin 


Ser 


Lys 


Ser 


Lys 


Asp 


He 


Arg 


Ser 


Thr 


Leu 


Cys 


212 




450 








455 










460 










214 


Glu 


Leu Met 


Val 


Leu 


Leu 


Phe 


Glu 


Glu 


Trp 


Gin 


Thr 


Lys 


Ala 


Leu 


Glu 


215 


465 








470 










475 










480 


217 


Arg Asn Ala 


Thr 


Val 


Leu 


Arg 


Asp 


Thr 


Leu 


Lys 


Lys 


Ser 


lie 


Gly 


Asp 


218 








485 










490 










495 




220 


Ala 


Asp Cys 


Asp 


Ala 


Arg 


Arg 


His 


Ser 


Arg 


Tyr 


Ala 


Tyr 


Trp 


Ala 


Phe 


221 






500 










505 










510 






O O 

223 


Arg 


Arg His 


Phe 


Pro 


Glu 


Leu 


Ala 


Asp 


Gin 


He 


Tyr 


Gly 


Thr 


Leu 


Asp 


224 




515 










520 










525 








226 


He 


Ala Ala 


Gin 


Arg 


Ala 


Leu 


Glu 


Arg 


Glu 


Arg 


Glu 


Gly 


Gly 


Gly 


Gly 


997 




530 




























229 


Gly Gly Thr 


Gly 


Thr 


Gly 


Thr 


Gly 


Thr 


Ala 


Pro 


Glu 


Thr 


Arg 


Arg 


Thr 


230 


545 








550 










555 










560 


232 


Val 


Ser Arg 


He 


Gly Arg 


Thr 


Pro 


Gly 


Thr 


Leu 


Gin 


Lys 


Pro 


Thr 


Pro 


233 








565 










570 










575 




235 


Ser 


Met Arg 


Ser 


He 


Ser 


Ala 


Val 


Asp 


Thr 


Ala 


Ala 


Ala 


Gin 


Arg 


Ala 


236 






580 










585 










590 






238 


Lys 


Val Arg Ala 


Gin 


Tyr 


Thr 


Leu 


Tyr 


Ser 


Arg 


Gin 


Arg 


Lys 


Pro 


Leu 


239 




595 










600 










605 








241 


Gly 


Pro Asn 


Asn 


Ser 


Asn 


Gin 


Ala 


Ser 


Met 


Thr 


Gly 


Ala 


Ala 


Ala 


Ser 


242 




610 








615 










620 










244 


Gly 


Ser Leu 


Pro 


Arg 


Pro 


Arg 


Leu 


Asn 


Ser 


Asn 


Ser 


Gly 


Gly 


Thr 


Pro 
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o a t; 
Z*iD 


625 










£ "3 A 










635 










c a r\ 
o40 


2 4 / 


Ala 


Thr 


Tnr 


Pro 


Gly 


Ser 


Val 


Thr 
• 


Pro Arg 


Pro 


Arg 


Gly Arg Ala 


Gly 


O A O 










C A C 










650 










655 




OCA 


Val 


Ser 


Gin 


Ser 


Gin 


Pro 


Gly 


Ser 


Arg 


Ser 


Thr 


Ser 


Pro 


Ser 


Thr 


Lys 










ooU 










665 










670 






253 


Leu 


Arg 


Asp 


Gin 


Tyr 


Gly 


Gly 


He 


Gly Asn 


Tyr 


Tyr 


Arg 


Gly Ala 


Thr 


234 






675 










a o c\ 










685 








256 


Gly Ala 


He 


Pro 


Lys 


Lys 


Ala 


Ser 


Gly 


He 


Pro 


Arg 


Ser 


Thr 


Ala 


Ser 


OCT 

25 / 




690 










695 










700 










259 


Ser Arg 


Glu 


Thr 


Ser 


Pro 


Thr 


Arg 


Ser Gly Gly 


Gly 


Leu 


Met 


Lys 


Arg 




705 










710 










715 










720 


262 


Ser 


Met 


Tyr 


Ser 


Thr 


Gly 


Ala 


Gly 


Ser Arg Arg 


Thr 


Pro 


Glu 


Arg 


Asn 


263 










725 










730 










735 




265 


Asn 


Pro 


Val 


Arg 


Pro 


Ser 


Ala 


Pro 


Ala 


Arg 


Leu 


Leu 


Ala 


Gin 


Ser 


Arg 


266 








740 










745 










750 






268 


Glu 


Ala 


Glu 


His 


Thr 


Leu 


Gly 


Val 


Gly Asp Asp 


Gly 


Gin 


Pro 


Asp 


Tyr 


269 






755 










760 










765 








271 


Val 


Ser 


Gly Asp 


Tyr 


Met 


Arg 


Ser 


Gly Gly Met 


Arg 


Met 


Gly Arg Lys 


272 




770 










775 










780 










274 


Leu 


Met 


Gly Arg 


Asp 


Glu 


Ser 


Asp 


Asp 


He 


Asp 


Ser 


Glu 


Ala 


Ser 


Ser 


275 


785 










790 










795 










800 


277 


Val 


Cys 


Ser 


Glu 


Arg 


Ser 


Phe 


Asp 


Ser 


Ser 


Tyr 


Thr 


Arg 


Gly Asn 


Lys 


278 










805 










810 










815 




280 


Ser 


Asn 


Tyr 


Ser 


Leu 


Ser 


Gly 


Ser 


His 


Thr 


Arg 
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